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To date, cyclin-dependent kinase inhibitor 2A (CDKN2A) is the 

main high-risk FMS susceptibility gene. The CDKN2A gene encodes 
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9 Mutations in the CDKN2A 
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KN2A mutations.12

lung and breast carcinomas. 12-15
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kindreds. 

METHODS

São Paulo, Brazil, based on inclusion criteria such as: 1-Melanoma 

-

-

1-Demographic and phenotypic characteristics - gender, age at di-

agnosis, eye and hair color, skin phototype according to Fitzpatrick 
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-
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et al.
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-

-

and central neural system tumors; 5.  Oncological history - non-mel-
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BRAF mutations. 22-24
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-

TABLE 1: Phenotypic characteristics of 124 probands

Variables N (%)

Skin phototype I/II

Eye color blue

green 

Hair color red 

blond

Sunburn childhood

adult age

both

Freckle density ARMS Ø

high

missing data

Ø

high

missing data

Indoor tanning yes

no

missing data

yes

no

missing data

Ø

0-49

missing data

AMS yes

no

missing data

Iris pigmentation yes

no

missing data

TABLE 2: Pathological features of melanomas

Variables Number %

Breslow thickness

87

 >1.0mm 24

 missing data 10.5

Anatomic location

 head/neck 8 6.5

 trunk 66

 upper limbs 18 14.5

24.2

 missing data 2 1.6

Histological type

 SSM 87

 NM 4

 LMM 2.4

 Acral 2 1.6

 Others 2 1.6

26 21.0

NM-nodular melanoma

LMM-lentigo malignant melanoma
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